Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.055; wR factor = 0.136; data-to-parameter ratio = 15.6.
Related literature
For the biological activity of related species, see: Vera-DiVaio et al. (2009) . For related structures, see: Asiri et al. (2012a,b) . Refinement R[F 2 > 2(F 2 )] = 0.055 wR(F 2 ) = 0.136 S = 0.98 2820 reflections 181 parameters H-atom parameters constrained Á max = 0.26 e Å À3 Á min = À0.26 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) x À 1 2 ; y; Àz þ 3 2 ; (ii) x À 1 2 ; Ày þ 1 2 ; Àz þ 1.
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . supplementary materials Acta Cryst. (2012) . E68, o1015 [doi:10.1107/S1600536812009464] (2E)-2-[(2H-1,3-Benzodioxol-5-yl)methylidene]-2,3-dihydro-1H-inden-1-one Abdullah M. Asiri, Hassan M. Faidallah, Khulud F. Al-Nemari, Seik Weng Ng and Edward R. T.
Tiekink Comment
The crystal and molecular structure of the title compound, 2-benzo[1,3]dioxol-5-ylmethylene-indan-1-one (I), has been determined in connection with recent structural studies on related derivatives (Asiri et al., 2012a; Asiri et al., 2012b) . The motivation for the original synthesis was its relationship to biologically active compounds (Vera-DiVaio et al., 2009 ).
In the molecule of (I), Fig 
Experimental
A solution of the piperonaldehyde (1.5 g, 0.01 M) in ethanol (20 ml) was added to a stirred solution of 1-indanone (1.3 g, 0.01 M) in (20%) ethanolic KOH (20 ml), and stirring was maintained at room temperature for 6 h. The reaction mixture was then poured into water (200 ml) and set aside overnight. The precipitated solid product was collected by filtration, washed with water, dried and recrystallized from ethanol as light-yellow prisms. Yield: 93%; M. pt: 450-451 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 to 0.99 Å, U iso (H) = 1.2U eq (C)] and were included in the refinement in the riding model approximation.
Computing details
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO (Agilent, 2011); data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . The molecular structure of (I) showing displacement ellipsoids at the 50% probability level.
Figure 2
A view of the supramolecular layer in (I) in the ac plane. The C-H···O interactions are shown as orange dashed lines. Symmetry codes: (i) x−1/2, y, −z+3/2; (ii) x−1/2, −y+1/2, −z+1.
